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Focus of today: 

 

1)  How do we study proteins involved in resistance & germination? 

 

 

 

 

 

 

 

 

2) What is the mode of action of human derived antimicrobial peptides?  

 

 

 

 



In order to enable comprehensive monitoring of spore proteins and protein  

levels we have developed a óone potô spore processing method for mass 

spectrometric analysis of proteins from all spore layers. The method is 

applicable to Bacillus  subtilis , B. cereus  and Clostridium  difficile . 

 

Remember  the talk  yesterday  by Bhagyashree  Swarge ! 

Swarge  et al. Proteomics  Clinical  Applications  (2018)  
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1) How do we study proteins involved in resistance & germination? 

 



The obtained óone potô proteomics data represent a broad class of functional 

groups & proteins from all spore layers (ůF ůG fore-spore & ůE ůK  mother cells). 
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Latent metabolic pathways in dormant spores (shared proteins)  

Glycolysis (16/18) 

Amino acid 

biosynthesis (71/104) 


